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FiG. 1 



§9/980469 

1 GGGGATCTATGGCGCGAAAATCCCTAATTTTCCCGGTGATTTTGCTCGCCGTTCTTCTCT 
1 MARKSL IFPVI LLAVLL 

61 TCTCTCCGCCGATTTACTCCGCCGGTCACGATTACCGCGACGCTCTCCGTAAATCTAGAA 

18 FSPPIYSAGHDYRD ALRKSR 

121 TGGCGGCGGT AGAAAAT AAAGAAGAMCACCAGAAACACCAGAAACTGATTCAGAAGAAG 

38 MAA VENKEETPETPETDSEE 

181 AAGTAACAATCAAAGCTAACCTAATCTTTGCAAATGGAAGCACACAAACTGCAGAATTCA 

58 EVTIKANLIFANGSTQTAEF 

241 AAGGAACATTTGAAAAAGCAACATCAGAAGCTTATGAGTATGCAGATACTTTGAAGAAAG 

78 KGTFEKATSEAYEYADTLKK 

301 ACAATGGAGAATATACTGTAGATGTTGCAGATAAAGGTT ATACTTTAAATATTAAATTTG 

98 DNGEYTVDVADKGYTLNIKF 

361 CTGGAAAAGAAAAAACACCAGAAGAACCAAAAG AAGAAGTT ACTATT AAAGCAAACTTAA 

118 AGKEKTPEEPKEEVTIKANL 

421 TCTATGCAGATGGAAAAACACAAACAGCAGAATTCAAAGGAACATTTGAAGAAGCAACAG 

138 lYADGKTQTAEFKGTFEEAT 

4 81 CAGAAGCATACAGATATGCAGATGCATTAAAGAAGGACAATGGAGAATATACAGTAGACG 

158 AEAYRYADALKKDNGEYTVD 

541 TTGCAGATAAAGGTTATACTTTAAATATTAAATTTGCTGGAAAAGAAAAAACACCAGAAG 

178 VADKGYTLNI KFAGKEKTPE 

601 AACCAAAAGAAGAAGTTACTATTAAAGCAAACTTAATCTATGCAGATGGAAAAACACAAA 

198 EPKEEVTIKANLIYADGKTQ 

661 C AGCAGAATTCAAAGG AAC ATTTGAAGAAGCAACAGCAGAAGCATACAGAT ATGCTGACT 

218 TAEFKGTFEEATAEAYRYAD 

72 1 TATTAGCAGCAAAAGAAAATGGTAAATATACAGTAGACGTTGCAGATAAAGGTTATACTT 

238 LLAAKENGKYTVDVADKGYT 

781 TAAATATTAAATTTGCTGGAAAAGAAAAAACACCAGAAGAACCAAAAGAAGAAGTTACTA 

258 LNIKFAGKEKTPEEPKEEVT 

841 TTAAAGCAAACTTAATCT ATGCAGATGGAAAAACTCAAACAGCAGAGTTCAAAGGAACAT 

278 IKANLIYADGKTQTAEFKGT 

901 TTGCAGAAGCAACAGCAGAAGCATACAGATACGCTGACTTATTAGCAAAAGAAAATGGTA 

298 FAEATAEAYRYADLLAKENG 

961 AATAT ACAGCAGACTTAGAAG ATGGTGGATACACT ATT AATATT AG ATTTGCAGGTAAGA 

318 KYTADLEDGGYTI NIRFAGK 

1021 AAGTTG ACG AAAAACCAGAAGGG ATCCCTCCGACGCCG ACCCCGACTAGTGCTAGCGGTC 

338 KVDEKPEGIPPTPTPTSASG 



Ff<s. 2a* 



o gi a OHi-s gi „ i e 03 o 1 
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1081 CAGCCGGCTGCCAGGTTCTGTGGGGTGTTAACCAGTGG AACACCGGTTTCACCGCTCAGG 

358 PAGCQVLHGVNQWNTGFTAQ 

1141 TTACCGTTAAAAACACGGGCTCAGCTCCGGTTGACGGTTGGACCCTGACCTTCTCTTTTC 

378 VTVKNTGSAPVDGWTLTFSr 

1201 CCTCGGGTCAGCAGGT AACTCAGGCTTGGTCATCT ACAGTTACCCAGTCTGGATCCGCTG 

398 PSGQQVTQAWSSTVTQSGSA 

1261 TTACAGTTCGTAACGCTCCGTGGAACGGTAATATTCCTGCAGGTGGAACCGCTCAGTTCG 

418 VTVRNAPWNGNI PAGGTAQF 

1321 GXTTCCAAGGXTCTCACACCGGTACCAACGCGGCGCCAACCGCTTTCTCTCTGAACGGGG 

438 GFQGSHTGTNAAPTAFSLNG 

1381 CCCCTTGCACCGTTGGACATGATGAACTTTAAGTCGAC 

458 APCTVGHDEL 



Cell-protL-cexNG-HDEL 

Xbal (1 14) Spel (1065) Sail (1413) 



Cell signal Protein L CBDcexNG 



Fi<S. 2b 



m9 



61 GCCCCCCCTCGAGCCCGGGATGGCGCGAAAATCCCTAATTTTCCCGGTGATTTTGCTCGC 

1 MARKSLIFPVILLA 

121 CGTTCTTCTCTTCTCTCCGCCGATTT ACTCCGCCGGTCACGATT ACCGCGACGCTCTCCG 

15 VtLF SPPIYSAGHDYRDALR 

181 TAAGACGTCCGGTCCAGCCGGCTGCCAGGTTCTGTGGGGTGTTAACCAGTGGAACACCGG 

35 KTSGPAGCQVLWGVMQWNTG 

241 TTTCACCGCTCAGGTTACCGTTAAAAACACGGGCTCAGCTCCGGTTGACGGTTGGACCCT 

55 FT AQVTVKNTGSAPVDGWTL 

301 GACCTTCTCTTTTCCCTCGGGTCAGCAGGTAACTCAGGCTTGGTCATCTACAGTTACCCA 

75 TFSFPSGQQVTQAWSSTVTQ 

361 GTCTGGATCCGCTGTTACAGTTCGTAACGCTCCGTGGAACGGTAATATTCCTGCAGGTGG 

95 SGSAVTVRNAPWNGNIPAGG 

421 AACCGCTCAGTTCGGTTTCCAAGGTTCTCACACCGGTACCAACGCGGCGCCAACCGCTTT 

115 TAQFGFQGSHTGTNAAPTAF 

481 CTCTCTGAACGGGGCCCCTTGCACCGTTGGTCCGACTACCTCACCTACAACGCGTAAGCT 

135 SLNGAPCTVGPTTSPTTRKL 

54 1 CTGCAGCCTGGACAACGGGGACTGTGACCAGTTCTGCCACGAGGAACAGAACTCTGTGGT 

155 CSLDNGDCDQFCHEBQNSVV 

601 GTGCTCCTGCGCCCGCGGGTACACCCTGGCTGACAACGGCAAGGCCTGCATTCCCACAGG 

175 CSCARGYTLADNGKACI PTG 

661 GCCCTACCCCTGTGGGAAACAGACCCTGGAACGCAGGAAGAGGTCAGTGGCCCAGGCCAC 

195 PYPCGKQTLERRKRSVAQAT 

721 CAGCAGCAGCGGGGAGGCCCXTTGACAGCATCACATGGAAGCCATATGATGCAGCCGACCT 

215 SSSGEAPDSITWKPYDAADL 

781 GGACCCCACCGAGAACCCCTTCGACCTGCTTGACTTTGATCAGACGCAGCCTGAGAGGGG 

235 DPTENPFDLLDFDQTQPERG 

841 CGACAACAACATTGAAGGTCGTATCGTGGGAGGCCAGGAATGCAAGGACGGGGAGTGTCC 

255 DNNIEGRIVGGQECKDGECP 

901 CTGGCAGGCCCTGCTCATCAATGAGGAAAACGAGGGTTTCTGTGGTGGAACCATTCTGAG 

275 WQALLINEENEGFCGGTILS 

961 CGAGTTCTACATCCTAACGGCAGCCCACTGTCTCTACCAAGCCAAGAGATTCAAGGTGAG 

295 EFYILTAAHCLYQAKRFKVR 

1021 GGTAGGGGACCGGAACACGGAGCAGGAGGAGGGCGGTGAGGCGGTGCACGAGGTGGAGGT 

315 VGDRNTEQEEGGEAVHEVEV 

1081 GGTCATCAAGCACAACCGGTTCACAAAGGAGACCTATGACTTCGACATCGCCGTGCTCCG 

335 VIKHNRFTKETYDFDIAVLR 

1141 6CTCAAGACCCCCATCACCTTCCGCATGAACGTGGCGCCTGCCTGCCTCCCCGAGCGTGA 

355 LKTPITFRMNVAPACLPERD 



Rct. 3a 
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375 
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CTGGGCCGAGTCCACGCTGATGACGCAGAAGACGGGGATTGTGAGCGGCTTCGGGCGCAC 
WAESTLMTQKTGIVSGFGRT 

CCACGAGAAGGGCCGGCAGTCCACCAGGCTCAAGATGCTGGAGGTGCCCTACGTGGACCG 
HEKGRQSTRLKMLEVPYVDR 

CAACAGCTGCAAGCTGTCCAGCAGCTTCATCATCACCCAGAACATGTTCTGTGCCGGCTA 
NSCKLSSSFIITQNMFCAGY 

CGACACCAAGCAGGAGGATGCCTGCCAGGGGGACAGCGGGGGCCCGCACGTCACCCGCTT 
DTKQEDACQGDSGGPHVTRF 

CAAGGACACCTACTTCGTGACAGGCATCGTCAGCTGGGGAGAGGGCTGTGCCCGTAAGGG 
KDTY FVTGIVSWGEGCARKG 

GAAGTACGGGATCTACACCAAGGTCACCGCCTTCCTCAAGTGGATCGACAGGTCCATGAA 
KYGI YTKVTAFLKWIDRSMK 

AACCAGGGGCTTGCCCAAGGCCAAGCCTACTAGTCATGATGAACTTTAAGAGCTCCAGCT 
TRGLPKAKPTSHDEL 



Sig-cex-Fx-HDEL 



Smal (76>\atII (1 88) Mlul (530) 





Cell signal CBDcex 



Factor X 



09/980469 

6 1 GCCCCCCCTCGAGCCCGGGATGGCGCGAAAATCCCTAATTTTCCCGGTGATTTTGCTCGC 

1 MARKSLIFPVILLA 

121 CGTTCTTCTCTTCTCTCCGCCGATTTACTCCGCCGGTCACGATTACCGCGACGCTCTCCG 

15 VLLF SPPIYSAGHDYRDALR 

181 TAAGACGTCGGCTAGCGGAATAATGGTAGCGACAGCAAAATACGGAACACCGGTCATCGA 

35 KTSASGIMVATAKYGTPVID 

241 TGGAGAGATAGACGAGATCTGGAACACGACAGAGGAGATAGAGACGAAAGCGGTGGCCAT 

55 GEIDEIWNTTEEIETKAVAM 

301 GGGATCGCTTGACAAGAACGCGACAGCGAAAGTGAGGGTGCTGTGGGACGAGAACTACCT 

75 GSLDKNATAKVRVLWDENYL 

361 GTACGTACTTGCAATCGTGAAAGACCCCGTTCTGAACAAAGACAACAGCAACCCGTGGGA 

95 YV LAIVKDPVLNKDNSHPHE 

421 ACAGGATTCCGTGGAGATCTTCATCGACGAGAACAACCACAAGACAGGATACT ACGAAGA 

115 ODSVEIFIDENNHKTGYYED 

481 CGACGACGCACAGTTCAGGGTGAACTACATGAACGAGCAGACGTTTGGAACGGGAGGAAG 

135 DDAQFRVNYMNEQTFGTGGS 

541 TCCAGCGAGGTTCAAGACAGCGGTGAAACTGATCGAAGGAGGATACATAGTTGAGGCAGC 

155 PARFKTAVKLI EGGYI VEAA 

601 GATCAAGTGGAAGACGATCAAACCCACACCGAACACGGTGATAGGATTCAACATCCAGGT 

175 IKWKTIKPTPNTVIGFNIQV 

661 GAACGATGCGAACGAGAAAGGGCAGAGGGTCGGTATCATCTCCTGGAGCGATCCCACAAA 

195 NDANEKGQRVGI ISWS DPTN 

721 CAACAGCTGGAGAGATCCTTCAAAGTTCGGTAACCTCAGGCTCATCAAGGGATCTGGTCC 

215 NSWRDPSKFGNLRLIKGSGP 

781 GACCCCATCCCCAACGCGTAAGCTCTGCAGCCTGGACAACGGGGACTGTGACCAGTTCTG 

235 TPSPTRKLCSLDNGDCDQFC 

841 CCACGAGGAACAGAACTCTGTGGTGTGCTCCTGCGCCCGCGGGTACACCCTGGCTGACAA 

255 HEEQNSVVCSCARGYTLAON 

901 CGGCAAGGCCTGCATTCCCACAGGGCCCTACCCCTGTGGGAAACAGACCCTGGAACGCAG 

275 GKACIPTGPYPCGKQTLERR 

961 GAAGAGGTCAGTGGCCCAGGCCACCAGCAGCAGCGGGGAGGCCCCrGACAGCATCACATG 

295 KRSVAQATSSSGEAPDSITW 

1021 GAAGCCATATGATGCAGCCGACCTGGACCCCACCGAGAACCCCTTCGACCTGCTTGACTT 

315 KPYDAADLDPTENPFDLLDF 

1081 TGATCAGACGCAGCCTGAGAGGGGCGACAACAACATTGAAGGTCGTATCGTGGGAGGCCA 

335 DQTQPERGDNNIEGRIVGGQ 

1141 GGAATGCAAGGACGGGGAGTGTCCCTGGCAGGCCCTGCTCATCAATGAGGAAAACGAGGG 

355 ECKDGECPWQALLINEENEG 



0'9gSO«4-!6'9«, 



Re. Ad COKJT. 



1201 TTTCTGTGGTGGAACCATTCTGAGCGAGTTCTACATCCTAACGGCAGCCCACTGTCTCTA 

375 FCGGTILSEFYILTAAHCLY 

1261 CCAAGCCAAGAGATTCAAGGTGAGGGT AGGGGACCGGAACACGGAGCAGGAGGAGGGCGG 

395 QAKRFKVRVGDRNTEQEEGG 

1321 TGAGGCGGTGCACGAGGTGGAGGTGGTCATCAAGCACAACCGGTTCACAAAGGAGACCTA 

415 EAVHEVEVVIKHNRFTKETY 

1381 TGACTTCGACATCGCCGTGCTCXGGCTCAAGACCCCCATCACCTTCCGCATGAACGTGGC 

435 DFDIAVLRLKTPITFRMNVA 

1441 GCCTGCCTGCCTCCCCGAGCGTGACTGGGCCGAGTCCACGCTGATGACGCAGAAGACGGG 

455 PACLPERDWAESTLMTQKTG 

1 501 GATTGTGAGCGGCTTCGGGCGCACCCACGAGAAGGGCCGGCAGTCCACCAGGCTCAAGAT 

475 IVSGFGRTHEKGRQSTRLKM 

1561 GCTGGAGGTGCCCTACGTGGACCGCAACAGCTGCAAGCTGTCCAGCAGCTTCATCATCAC 

495 LEVPYVDRNSCKLSSSFIIT 

1621 CCAGAACATGTTCTGTGCCGGCTACGACACCAAGCAGGAGGATGCCTGCCAGGGGGACAG 

515 ONMFCAGYDTKQEDACQGDS 

1 6e 1 CGGGGGCCCGCACGTCACCCGCTTCAAGGACACCTACTTCGTGACAGGCATCGTCAGCTG 

535 GGPHVTRFKDTYFVTGIVSH 

1741 GGG AGAGGGCTGTGCCCGT AAGGGGAAGT ACGGGATCTACACCAAGGTCACCGCCTTCCT 

555 GEGCARKGKYGIYTKVTAFL 

1801 CAAGTGGATCGACAGGTCCATGAT^CCAGGGGCTTGCCCAAGGCCAAGCCTACTAGTCA 

575 KWI DRSMKTRGLPKAKPTSH 

1861 TGATGAACTTTAAGAGCTCCAGCTTTTGTTCCCTTTAG7GAGGGTT AATTGCGCGCTTGG 

595 DEL 



Cell-TmalX-Fx-HDEL 

Smal(76) Aatn(lS8) Miul(794) Spel (1853) Sad (1878) 



Cell signal CBDTma Factor X 
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